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Figure 2A 

cccggccgacagccccgagacgacagcccggcgcgtcccggtccccacctccgaccaccgcca 
gcgctccaggccccgcgctccccgctcgccgccaccgcgccctccgctccgcccgcagtgcca 
accATGACCGCCGCCAGTATGGGCCCCGTCCGCGTCGCCTTCGTGGTCCTCCTC 
MTAASMGPVRVAFVVLL 

GCCCTCTGCAGCCGGCCGGCCGTCGGCCAGAACTGCAGCGGGCCGTGCCGGTGCCCGGAC 
ALCSRPAVGQNCSGPCRCPD 

| - > exon 2 

GAGCCGGCGCCGCGCTGCCCGGCGGGCGTGAGCCTCGTGCTGGACGGCTGCGGCTGCTGC 
EPAPRCPAGVSLVLDGCGCC 

CGCGTCTGCGCCAAGCAGCTGGGCGAGCTGTGCACCGAGCGCGACCCCTGCGACCCGCAC 
RVCAKQLGELCTERDPCDPH 

5 AAGGGCCTCTTCTGTGACTTCGGCTCCCCGGCCAACCGCAAGATCGGCGTGTGCACCGCC 

1 KGLFCDFGSPANRKIGVC TA 

Safe 

* AAAGATGGTGCTCCCTGCATCTTCGGTGGTACGGTGTACCGCAGCGGAGAGTCCTTCCAG 
| KDGAPC I FG GTVYR SGE S FQ 

exon 3 

m AGCAGCTGCAAGTACCAGTGCACGTGCCTGGACGGGGCGGTGGGCTGCATGCCCCTGTGC 
y> SSCKYQCTCLDGAVGCMPLC 

2 AG CATGGACGTTCGTCTGCCCAGCCCTGACTGCCCCTTCCCGAGGAGGGTCAAGCTGCCC 
^ SMDVRLPSPDCPFPRRVKLP 

GGGAAATGCTGCGAGGAGTGGGTGTGTGACGAGCCCAAGGACCAAACCGTGGTTGGGCCT 
GKCCEEWVCDEPKDQTVVGP 

GCCCTCGCGGCTTACCGACTGGAAGACACGTTTGGCCCAGACCCAACTATGATTAGAGCC 
ALAAYRLEDTFGPDPTMIRA 

| - > exon 4 

AACTGCCTGGTCCAGACCACAGAGTGGAGCGCCTGTTCCAAGACCTGTGGGATGGGCATC 
NCLVQTTEWSACSKTCGMGI 

TCCACCCGGGTTACCAATGACAACGCCTCCTGCAGGCTAGAGAAGCAGAGCCGCCTGTGC 
STRVTNDNASCRLEKQSRLC 



Figure 2B 



ATGGTCAGGCCTTGCGAAGCTGACCTGGAAGAGAACATTAAGAAGGGCAAAAAGTGCATC 
MVRPCEADLEENIKKGKKCI 

| -> exon 5 

CGTACTCCCAAAATCTCCAAGCCTATCAAGTTTGAGCTTTCTGGCTGCACCAGCATGAAG 
RTPKISKPIKFELSGCTSMK 

ACATACCGAGCTAAATTCTGTGGAGTATGTACCGACGGCCGATGCTGCACCCCCCACAGA 
TYRAKFCGVCTDGRCCTPHR 

ACCACCACCCTGCCGGTGGAGTTCAAGTGCCCTGACGGCGAGGTCATGAAGAAGAACATG 
TTTLPVEFKC PDGEVMKKNM 



ATGTTCATCAAGACCTGTGCCTGCCATTACAACTGTCCCGGAGACAATGACATCTTTGAA 
MFIKTCACHYNCPGDNDIFE 

TCGCTGTACTACAGGAAGATGTACGGAGACATGGCATGAagccagagagtgagagacatt 
SLYYRKMYGDMA* 

aactcattagactggaacttgaactgattcacatctcatttttccgtaaaaatgatttcagta 
gcacaagttatttaaatctgtttttctaactgggggaaaagattcccacccaattcaaaacat 
tgtgccatgtcaaacaaatagtctatcttccccagacactggtttgaagaatgttaagacttg 
acagtggaactacattagtacacagcaccagaatgtatattaaggtgtggctttaggagcagt 
gggagggtaccggcccggttagtatcatcagatcgactcttatacgagtaatatgcctgctat 
ttgaagtgtaattgagaaggaaaattttagcgtgctcactgacctgcctgtagccccagtgac 
agctaggatgtgcattctccagccatcaagagactgagtcaagttgttccttaagtcagaaca 
gcagactcagctctgacattctgattcgaatgacactgttcaggaatcggaatcctgtcgatt 
agactggacagcttgtggcaagtgaatttgcctgtaacaagccagattttttaaaatttatat 
tgtaaatattgtgtgtgtgtgtgtgtgtgtatatatatatatatatgtacagttatctaagtt 
aatttaaagttgtttgtgcctttttatttttgtttttaatgctttgatatttcaatgttagcc 
tcaatttctgaacaccataggtagaatgtaaagcttgtctgatcgttcaaagcatgaaatgga 
tacttatatggaaattctgctcagatagaatgacagtccgtcaaaacagattgtttgcaaagg 
ggaggcatcagtgtcttggcaggctgatttctaggtaggaaatgtggtagctcacg 



FIGURE 3 

GCCCTCGCGGCTTACCGACTGGAAGACACGTTTGGCCCAGACCCAACTATGATTAGAGCC 
ALAAYRLEDTFGPDPTMIRA 

| - > exon 4 

AACTGCCTGGTCCAGACCACAGAGTGGAGCGCCTGTTCCAAGACCTGTGGGATGGGCATC 
NCLVQTTEWSACSKTCGMGI 

TCCACCCGGGTTACCAATGACAACGCCTCCTGCAGGCTAGAGAAGCAGAGCCGCCTGTGC 
STRVTNDNASCRLEKQSRLC 

ATGGTCAGGCCTTGCGAAGCTGACCTGGAAGAGAACATTAAGAAGGGCAAAAAGTGCATC 
MVRPCEADLEENI KKGKKC I 

I -> exon 5 

CGTACTCCCAAAATCTCCAAGCCTATCAAGTTTGAGCTTTCTGGCTGCACCAGCATGAAG 
RTPKISKPIKFELSGCTSMK 

ACATACCGAGCTAAATTCTGTGGAGTATGTACCGACGGCCGATGCTGCACCCCCCACAGA 
TYRAKFCGVCTDGRCCTPHR 

ACCACCACCCTGCCGGTGGAGTTCAAGTGCCCTGACGGCGAGGTCATGAAGAAGAACATG 
TTTLPVEFKCPDGEVMKKNM 



ATGTTCATCAAGACCTGTGCCTGCCATTACAACTGTCCCGGAGACAATGACATCTTTGAA 
MFIKTCACHYNCPGDNDIFE 

TCGCTGTACTACAGGAAGATGTACGGAGACATGGCATGAagccagagagtgagagacatt 
SLYYRKMYGDMA* 

aactcattagactggaacttgaactgattcacatctcatttttccgtaaaaatgatttcagta 
gcacaagttatttaaatctgtttttctaactgggggaaaagattcccacccaattcaaaacat 
tgtgccatgtcaaacaaatagtctatcttccccagacactggtttgaagaatgttaagacttg 
acagtggaactacattagtacacagcaccagaatgtatattaaggtgtggctttaggagcagt 
gggagggtaccggcccggttagtatcatcagatcgactcttatacgagtaatatgcctgctat 
ttgaagtgtaattgagaaggaaaattttagcgtgctcactgacctgcctgtagccccagtgac 
agctaggatgtgcattctccagccatcaagagactgagtcaagttgttccttaagtcagaaca 
gcagactcagctctgacattctgattcgaatgacactgttcaggaatcggaatcctgtcgatt 
agactggacagcttgtggcaagtgaatttgcctgtaacaagccagattttttaaaatttatat 
tgtaaatattgtgtgtgtgtgtgtgtgtgtatatatatatatatatgtacagttatctaagtt 
aatttaaagttgtttgtgcctttttatttttgtttttaatgctttgatatttcaatgttagcc 
tcaatttctgaacaccataggtagaatgtaaagcttgtctgatcgttcaaagcatgaaatgga 
tacttatatggaaattctgctcagatagaatgacagtccgtcaaaacagattgtttgcaaagg 
ggaggcatcagtgtcttggcaggctgatttctaggtaggaaatgtggtagctcacg 



Figure 4 



Inhibition ofTGF p -induced AIG 
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Figure 5 



Stimulation of Collagen and DNA 
synthesis by CTGF and Isolated 
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Figure 6 
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FIGURE 7 



Selective Inhibition of DNA 
Synthesis by antl-CTGF 
C-Term Inal Ig G 




